
Abstract Allele frequencies of the two short tandem repeat
(STR) systems F13B and CD4 were determined in a popula-
tion sample from South West Switzerland using PCR analy-
sis. We found five alleles for both STRs in a population sam-
ple of 205 unrelated individuals. No significant deviation
from Hardy-Weinberg equilibrium was observed.
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Introduction

The use of the short tandem repeat (STR) sytems F13B [1]
and CD4 [2] is increasing in forensic cases as well as in pa-
ternity testing [3–7].

This study was performed to test the allele frequencies in
a South West Swiss population sample.

Materials and methods

Blood samples DNA from 205 unrelated individuals from the Lausanne,
Fribourg and Sion area were extracted using a saline procedure [8]. For
amplification 1–5 ng was used according to published primer sequences
and protocols [2, 6]. Electrophoresis conditions were according to
Grange et al. [9] with some modifications. Alleles were designated by
comparison with the specific ladders from Serac (Bad Homburg, FRG).

In addition, we have also analysed allele segregation in 46 pater-
nity cases confirmed by RFLP-VNTR.

Statistics

The Hardy-Weinberg equilibrium hypothesis was tested using the soft-
ware HWEANA19.EXE (HWE-Analysis, Version 3.2) developed and
refined by Puers (1994/1995).

Results

The allele frequencies for F13B and CD4 in a South West
Swiss population are shown in Tables 1 and 2, respectively.
We found five alleles for each system. This population
showed no significant deviation from Hardy-Weinberg equi-
librium (P > 0.05) for both systems.

No mutations were found in 46 paternity cases confirmed
by RFLP-VNTR sytems.

The discrimination power is 0.876 for F13B and 0.841 for
CD4.
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Table 1 Allele frequencies for
F13B (n = 205 individuals)

MEC = 0.476, MEP = 0.466, PIC
= 0.674, pM = 0.123, D = 0.876.
Observed and expected heterozy-
gosities are = 0.703 and 0.738 re-
spectively

Allele Frequency

6 0.126
7 0.014
8 0.265
9 0.209

10 0.382

Table 2 Allele frequencies for
CD4 (n = 205 individuals)

MEC = 0.403, MEP = 0.406, PIC
= 0.618, pM = 0.158, D = 0.841.
Observed and expected heterozy-
gosities are 0.653 and 0.688 re-
spectively

Allele Frequency

5 0.351
6 0.314

10 0.304
11 0.022
12 0.007


